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• Ph.D.	
  candidate,	
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  Science,	
  University	
  of	
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  Quantitative	
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  program,	
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  Scientists	
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  Foundation,	
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  and	
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• Research	
  Assistant,	
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  Lab,	
  University	
  of	
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  Assistant,	
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  Lab,	
  University	
  of	
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• Research	
  Intern,	
  J.D.	
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  &	
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  Boulder,	
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  Mathematics	
  Teacher,	
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• Consultant	
  and	
  Software	
  Developer,	
  Rubik's	
  Seven	
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  Ltd.,	
  London,	
  2001-­‐2003	
  

• Research	
  Assistant,	
  Robotics	
  Lab,	
  Middlebury	
  College,	
  2000	
  

• Research	
  Intern,	
  Charles	
  River	
  Analytics,	
  Cambridge,	
  Massachusetts,	
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  (funded)	
  

• “Applications	
  of	
  Machine	
  Learning	
  in	
  Microbiome	
  Studies”.	
  Methods	
  to	
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  the	
  Human	
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  October	
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  Toronto,	
  Toronto,	
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  Classification	
  of	
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  with	
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  Institute	
  of	
  Microbial	
  Technology,	
  Chandigarh,	
  India.	
  	
  


